
BIOTECHNOLOGY 
SYSTEMS 
BRANCH 



'.I?' 



RAW SEQUENCE LISTING 
' ERROR REPORT 




r 



m # 



/ 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
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form: 

Application Serial Number: 
Source: 

* 

Date Processed by STIC: 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. ' 

pi f asVfORWARD MISINFORMATION TO THE APPLICANT BY EITHER: 

f f^SK^OTTOIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 

APPi I CANT. WITH A NOTICE TO COMPLY or, 
2) TE^E^W^NG APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 

FOR N ?SmIsS L AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, 703-308-4212. 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VF.KS ION 4.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 

h ttp ;//www.uspto.EOv/web/offices/pac/checker 



Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there » 
a possibility that the disk/CD-Rom may have been affected by treatment given to a 1 incoming ma,l_ 
Please consider using alternate methods of submission for the disk/gD-Rom or replacement d.sk/CD-Rom. 

ff£ Z2"\ ^ n.nce listing in elect r -w ft™ should NOT hr sent to the 20231 zip. code address for the 
nnL"t,,L Patent and Trademark Office, and ^ <hn„ld he sett via the following to the indicated addresses: 

!. EFS-Bio (<http://wwAY.uspto.gov/ebc/efs/downioads/ documents.htm> , EFS Submission 
User Manual - ePAVE) 1 • _ „. n .... 

2. U.S. Postal Service: Commissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry directly to: . . ' n,™ c.' m ;„„N, m p 
U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7 Floor Examiner Name, 
Sequence Information, Crystal Mail One, 1911 South Clark Street, Arlington, VA 22202 

Or ' 
TJ.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 

2011 South Clark Place, Arlington,- VA 22202 „„"^ . A >, ««-,'. 

4. Federal Express, United Parcel Service, or other delivery service to- U.S. Patent and Trademark Office, 
Box Sequence, Room 1B03-Mailroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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Raw Sequence Listing Error Stunmar/ 




FPROR DETECTED 



SUGGESTED CORRECTION 



.ATTN: NEW RULES CASES: PLEASE piSRECARD^CUSH "ALPIIA" HEADERS, WHCH WERE INSERTED BY PTO SOFTWARE 



I 



Wrapped Nucleic* 
Wrapped Amino. 



^ numMrAcxt aTtno end oTeach lino "wrapper downto the next line. J^^g^ r,to 
waJ rd rfcved in a word processor after creating it Please adjust your nght marpn to J. ihi. will 



prevent "wrapping." 



* ■* 



Invalid Lin* Length . The rule, require tha't a line not exceed 72 cha«ctcr. in length. TW, include, white space,. 



3 ly^ MUaJigned Amino 
Numbering 
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Noo- ASCII 



Variable Length 



Patcntln 2.0 



"bug" 



Skipped Sciences 
(OLD RULES) 



(NEW RU.LES) 



Useofn'sorXaV. 
(NEW RULES) 



Invalid <213> 
Response 



Use of<220> 



The numbering under each 5* amino add ..misaligned Do not use Ub code, between number,; 
use ip»cc characters, instead 

The Emitted Hie wu not aaved in ASCII(DOS) text, as required by the Sequence Rule Plea* 
ensure your subsequent submission Is wved In ASCII leit 

Sequence.) contain n'a or X-'. representing more than one residue. Per Sequence Rule* 
each n orXlTTan only represent . single residue. Please present the m«Unum number of each 
residue having variable length and indicate » the <220>-<223> seet.opdhat lorn, may be mming. 

A "bug" in Patentln version 2.0 ha. caused the <220>-<223> section to be missing from amino acid 
.m,*j,s Normally, Patentln would automatically generate this section from the 

^fiZ^M^** sequence. Please manual.y copy the «^^~»»> ,0 
Ee subsequent amino acid sequence. This applies I. the mandatory <M0>^223> sections for 
Artificial or Unknown sequences.' 

Sequence/.) missing, If intentions!, please insert the following line, for each skipped sequence: 
(2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" u > 

(ii SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 

(xi) SEQUENCE DESCRIPTION :SEQ ID NO:X: (insert SEQ ID NO where "X".» shown) 
This sequence is intentionally skipped 

* 

Please also adjust the "(ii) NUMBER OF SEQUENCES:" response to Include the skipped sciences. 



g Skipped Sequences Sequence^) 



missing. If Intentional, please insert the following tines for each skipped sequence 



<2 10> sequence id number 
<4O0> sequence id number 



Uie of n*s and/or Xaa's have been detected in the Sequence Listing. 

Rules, us. of <220>.C223> is MANDATORY if n's or arc prejcnL 
In <220> to <2M> section, plea,, explain location of n «Xa.. and which res.due n or X« represents. 

Per 1.823 of Sequence R^le^'the o"rJy vaHd <213> re.ponfe. are: UrUcnov^ Artificial Sequence, or 
sdcniifi< ■ nameloenus/specie,). <220>^23> action is required when <2I3> response ,. Unsown or 
is Artificial Sequence ' < 



Sequencers) 



Patcntln 2.0 
"bug" - 



missing tho <220> "Feature" and associated numeric identinen and responses. 
TO „. «o<223> u MANDATORY if<213> "Organism" response is "Artificial Sequence" or 

"UrJkr*^" Hcaie explain source of genetic material in <220> to <223> "CtioriL 
(S?^ 1<M. pp. 29631-32) (Sec of Sequence Rule.) 

Please do not use "Copy to Disk" functioQ of PaUntln version 2.0. This cause, a corrupted Hie, 
resulting in missing mandatory numeric identifiers and response, (a. indicated on raw sequence . 
&ting>. Instead; please use Tile Manager" or any other manual means lo copy Hie to floppy disk. 
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Misuse of n 



a can only be used to represent a single nodce-tlde in a nucleic acid sequence. N i« not used lo represent 
any value not specifically a nucleotide. 

AMC/MH - Biotechnology Syst ecna Branch - 08/2 1/200 1 



